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@ 1.1 OncoProfile Advanced 500+

From a single sample, in a single test, we can offer a truly comprehensive genomic
profile based on DNA and RNA analysis of >500 genes, using next-generation
sequencing (NGS).

This panel detects:

Hotspot
SNV e
Indels

Variantes
de HRR

TMB: tumor mutational burden

MSI: microsatellite instability

HRR: homologous recombination repair

LOH: genomic instability with loss of heterozygosity
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@1 .1 OncoProfile Advanced 500+

Copy Number Variation and Hatspot Genes

Hotspot Genes (N=57) {(n=107)

DGCRE PAXS IGFTR
DAROSHA PIKICD AMCLT
Ez2F1 PIKICE MOM2
EFPAST PTPRD MYGL
FGFT RGS7Y RPSGKET
FOXL2 RHOA RFTOR
FOx01 RPLTD YAP]
GLIT Six1 YES1
GNAT1 sixz

GNAQ SNCAIP

HIFTA 505871

HISTIHZBD SOX2

HISTIHIE  SRSF2

HRAS STATER

1BHT TAFT

fLBST TGFERT EIFT4X MAPK1 PREACA MYBLI

CNV Loss and CDS (n=208) Gene TMB only genes (n=86)

ORC4H

ACVRIB CO27E ELF3 HLA-B MUTYH PRDMS SMARCAS MARCDO PAKS
ACVR2A CDCT3 ENOT HNF1A NEN PREARTA SMARCET NLRCS PCDHIT
ADAMTST2  CDHI EP300 INFPSE NECORT PTCHT S0xa NOLS PDETA
ADAMTS2  CDHTO EPCAM JAKT NFET PTEN SPEN NRENT PDEIC
AMERT CDK12 EPHAZ JAKZ NFZ PTPRT STAG2 NYAPZ2 PLXDC2
APC CDKN1A ERAPT JAKZ NOTCH?T RADS0 STK11 OR10GS POMI2ILT2
ARHGAP35 CODKN1B ERAP2 KDMS5C NOTCH2 RADS51 SUFY OR2G6 PPFIA2
ARIDIA COKN2A ERCC2 KOMEA NOTCH3 RADS18 TAPT OR2L13 RBP3
ARID1B CDKNZB ERCCH KEAPT NOTCH4 RADSTC TAP2 OR2L2 REGIA
ARIDZ CORNZC ERRAFI KMT2A PALB2 RADS1D TBx3 OR2LE REG1E
ARID58 CHEK1 ETVS KMT2B PARPT RADS2 TCFFL2 OR2M3 REG3A
ASXLT CHEK2 FANCA KMT2C PARPZ2 RADSSL TET2 OR2T3 REG3IG
ASKLZ CIc FANCC KMT2D PARP3 RASAT TGFER2 RUNXITT CNTNAPY OR2T33 RFTN
ATM CREBEP FANCD2 LARP4E PARPY RASA2 TNFAIP3 SOHC CNTNAPS OR2T4 RUNDCIE
ATR CSMD3 FANGE LATST PERM1 RB1 TNFRSF14 S0C51 COLTTAT OR2W3 SHIRFZ
ATRX CTCF FANCF LATS2 POCDT REBM1D Ps3 STATY DCAF4L2 OR4A1S SLCT15A2
AXINT CTLA4 FANCG MAPZK4 POCDILG2 RECOLH TPEa TMEM 1320 booct ORICTS SLCBAT
AXINZ CUuLy FANCI MAPZKT? POIA3 RNASEH2A  TPF2 UGT1A7 GALNTI7 OR4CE SYTIO
B2M ClL44 FANCL MAPIKT PGD RNASEHZE  TSC1 £ZBTB20 GPR1SE OR4M1T 5YTI6
BAPT cuL<B FANCM MAP3IKS PHFE RNF43 T5C2 GRID2 ORaM2 TAPBP
BARDT CYLD FAT1 MAPKS PIKIRT RPA1 usPax HCNT ORS0D18 TPTE
BCOR CYPZCH FRAWT MENT PMST RUNXT VHL HLA-C ORSFT TRHDE
BLM DAXX FUBPT MGA PMS2 SDHA wT1 KCND2 ORSLY TRIM4E
BMPR2 DOx3X GATAZ MLHT POLDT SDHE XRCC2 KCNH7 ORsL2 TRIMS1T
BRCAT DICER! GMATS MLH3 POLE SDHD XRCCY KEL OREFT ZIM3
BRCA2 DNMTRA GPS2 MRETT POTT SETD2 ZFHX3 KiR3DLY ORAH2 ZNF4TD
BRI DOCKI HDAC2 MsH2 PPMID SLX4 ZMYM3 KRTAPZ-1 ORaz ZNFEIE
CASPE DPYD HOACS MEHZ PPPZR2A SMADZ ZRSR2 KRTAPE-2 ORaUT

CcBrFB DSCi MSHE
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1.2 OncoProfile Advanced 500+46

+

OncoProfile Advanced 500+46 has the same basis as OncoProfile Advanced
500+ with the addition of 46 genes involved in the HRR pathway, useful for
assessing HRD and selecting patients who are candidates for PARP inhibitors.

This panel detects:

Hotspot
SNV e
Indels

TMB: tumor mutational burden

MSI: microsatellite instability

HRR: homologous recombination repair

LOH: genomic instability with loss of heterozygosity
GIM: Genomic Instability Metric

HRD: Homologous Recombination
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@ 1.2 OncoProfile Advanced 500+ 46

CDS Genes (n=46)

CNV genes (n=45)

 ABRAXAS1 POLD1

ATM POLE

ATR PPP2R2A
BAP1 PTEN
BARD1 RAD50
BLM RADS51
BRCA1 RAD518B
BRCA2 RAD51C
BRIP1 RAD51D
CDK12 RADS4L
CHEK1 RNASEH2A

CHEK?2 RNASEHZB
FANCA RNASEH2C
FANCC RPAT
FANCDZ2 SLX4
FANCE TP53
FANCF XRCC2
FANCG XRCC3
FANCI

FANCL

FANCM

MRE11

NBN

PALB2

PARP1

PARP2

PARP3

ABRAXAST POLD1

ATM POLE
ATR PPP2R2A
BAP1 PTEN
BARD1 RADS50
BLM RADS51

BRCAT1 RAD51B
BRCAZ2 RAD51C
BRIP1 RAD51D
CDK12 RADS4L
CHEK1 RNASEH2A
CHEK2 RNASEHZB
FANCA RPA1
FANCC SLX4
FANCD2 TP53
FANCE XRCC2
FANCF XRCC3
FANCG

FANCI

FANCL

FANCM

MRET1

NBN

PALB2

PARP1

PARP2

PARP3
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Hotspol Genes (n=57)

AGVRI
ATPIAT
BCR
BMPE
BTk
CACMATD
co798
CSFIAR
CTNNET
cuLr
CYSLTR2
DGCRE
DAROSHA
Ez2F1
EPAST
FGFT
FOXL2
FOx01
GLIT
GNAT1
GNAQ
HIFTA
HISTIHZBD
HISTIHIE
HRAS
1BHT
LBST

IRF4
IRS4
KLF4
KNSTRN
MAP2K2
MEDT2
MYOD1
NSDz
NTEG2
NTRK2
NUPD3
PAXS

CNV Loss and CDS (n=208)

ABRAXAST
ACVRIB
ACVR2A
ADAMTST2
ADAMTS2
AMERT
APC

ARHGAFP35
ARIDIA
ARID1B
ARIDZ
ARID58
ASXLT
ASKLZ
ATM
ATR
ATRX
AXINT
AXINZ
B2M
BAPT
BARDT
BCOR
BLM
BMPR2
BRCA1
BRCAZ
BRIFY
CASPE
CcBrFB

1. TISSUE

CD274

Co27e

cocTa ENOT
COH1 EP300
COH1O EPCAM
CDKi12 EPHAZ
COKNIA  ERAPT
GOKNIB  ERAPZ
COKN2A  ERCC2
COKN2B  ERCCY
COKNZC  ERAFII
GHEK1 ETVs
GHEK? FANGA
ciec FANCC
CREBBP  FANCDZ
CSMO3 FANGE
CTCF FANGE
CTLA4 FANCG
cuLs FANC!
CUL4A FANGL
GUL4B FANGM
cyLo FAT1
CYPECS  FEXWT
DAXX FuBPT
DOXIX GATAZ
DICERT GNATS
DNMT3A ~ GPS2
DOCK3 HDAC2
DeYD HDACH
DSCt

BIOPSY

CNV Gain

MCL1T

RFSEKBT

YAP{
YES1

HNF1A NEN
INPP4E NCORT
JAKT NFET
JAKZ NFZ
JAKZ NOTCH?T
KDMS5C NOTCH2
KOMEA NOTCHI
KEAPT NOTCH4
KMT2A PALB2
KMT2B PARPT
KMT2C PARPZ2
KMT2D PARP3
LARP4E PARPY
LATST PERM1
LATS2 POCDT
MAP2K4 POCDILG2
MAPZKT? POIA3
MAPIKT PGD
MAP3IKS PHFE
MAPKS PIKIRT
MENT PMST
MGA PMS2
MLHT POLDT
MLH3 POLE
MRETT POTT
MsH2 PPMID
MEHZ PPPZR2A
MSHE

R E

EIFTAX

PREARTA
PTCHT

PTPRT
RADST
RADS18

RADSTC
RADS1D

SLX4

MYCN

Copy Number Variation and Hotspot Genes
(n=107) .

RACT
RAF1

RHEB

CYP206 ADAMTE
ERCCSFAS  ANOJ
03 ARMCA
KLHLT3 BRINPI
MTUS2 C8
PSMB10 G8A
PSMBE ca8
PEMBS CANX
RNASEH2C CASR
RPL22 CD163
RPLS CNTNG
RUNXITT CNTNAPY
S0C51 COLTTAT
STATY DCAF4L2
TMEM 1320 Depct
UGT1A7 GALNTI7
£ZBTB20 GPR1SE
GRID2
HCNT
HLA-C
KCND2
KCNH7
KEL
KIRADLY
KRTAPZ-1
KRTAPE-2

@ 1.2 OncoProfile Advanced 500+46

Gene Fusions (n=51)

(Inter- and Intra-genic)

BHEL

MYBL1

NLACS

NRENT
NYAPZ2
OR10GS

OR2L13
OR2L2
OR2LE
OR2M3
OR2T3

OR2T4
OR2W3
OR4ATS
OR4CTS
OR4CE
OR4M1T
ORaM2
ORS0D18
ORSFT
ORSLY
ORsL2

ORBIZ
ORaUT

NOTGHT

ORCH
PAKS
PCDHIT
PDETA
POEIC

PLXDC2
POMI21LT2
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@ 1.3 OncoProfile 161

Capable of identifying pathogenic variants by evaluating 161 genes proven to be useful in
cancer.

This test includes:
® Extensive coverage of kinase domains in tyrosine kinase receptors, which increases
the chances of detecting relevant functional mutations in addition to prevalent
pathological variants that are informative for treatment decisions (ALK, BRAF, DDR2,
EGFR, KIT, ROS1, NTKR, MET, PDGFRA, RET, ERBB2, PIK3, IDH1).

® Broad coverage of genesrelated to DNA repair pathways (31genes).

® Broad coverage of genes such as MAPK, PIK3, as well as genes related to the cell
cycle.

This panel detects:

Hotspot
SNV e
Indels

11
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@ 1.3 OncoProfile 161

Hotspot genes
AKT1 ESR1
AKT2 EZH2
AKT3 FGFR1
ALK FGFR2
AR FGFR3
ARAF FGFR4
AXL FLT3
BRAF FOXL2
BTK GATAZ
CBL GNAT1
CCND1 GNAQ
CDK4 GNAS
CDK6 H3F3A
CHEK2 HIST1H3E
CSFIR HNF1A
CTNNB1 HRAS
DDR2 IDH1
EGFR IDH2
ERBB2 JAKT
ERBB3 JAK2
ERBB4 JAK3
ERCC2 KDR

KIT
KNSTRN
KRAS
MAGOH
MAP2K1
MAFPZK2
MAFP2K4
MAPK1
MAX
MDM4
MED712
MET
MTOR
MYC
MYCN
MYD&g
NFE2L2
NRAS
NTRK1
NTRK2
NTRK3
PDGFRA

Copy number genes

AKT1
AKT2

ALK
AXL

BRAF
CCND1
CCND2
CCND3
CCNE1
CDK2
CDK4
CDK&
EGFR
ERBB2
ESR1
FGF19
FGF3
FGFR1
FGFR2
FGFR3
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FGFR4
FLT3
IGFTR
KIT
KRAS
MDM2
MDM4
MET
MYC
MYCL
MYCN
NTRK1
NTRK2
NTRK3
PDGFRA
PDGFRB
PIK3CB
PIK3CA
PPARG
RICTOR
TERT

PDGFRE
PIK3CB
PIK3CA
PPP2R1A
PTPN11
RACT
RAF1
RET
RHEB
RHOA
ROS1
SF3B1
SMAD4
SMO
SPOP
SRC
STAT3
TERT
TOP1
U2AFT
XPOT

BRAF
CDKN2A
EGFR
ERBB2
ERBB4
ERG
ESR1

ETV4

FGFR1

Full-length genes

ARID1A
ATM
ATR
ATRX
BAP1
BRCA1
BRCAZ
CDK12
CDKN1B
CDKN2A
CDKN2B
CHEK1
CREBBP
FANCA
FANCD2
FANCI

FGFR2
FGFR3

FLT3
JAK2
KRAS
MDMA4
MET
MYB
MYBL1
NF1
NOTCH1
NOTCH4
NRG1
NTRK1
NTRK2
NTRK3

FBXW?T
MLHT
MRET1
MSHE
MSH2
NEN

NF1

NF2
NOTCH1
NOTCH2
NOTCH3
PALB2
PIK3R1
PMS2
POLE
PTCH1

NUTMT
PDGFRA
PDGFRB
PIK3CA
PRKACA
PRKACB
PTEN
PPARG
RADS1B
RAFT
RB1
RELA
RET
ROsS1
RSPO2
RSPO3
TERT

PTEN
RADS50
RAD51
RAD51B
RAD51C
RADS1D
RNF43
RB1

SLX4
SMARCA4
SMARCB1
STK11
TP53
TsC1
Tsc2
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@ 1.4 OncoProfile 52

13

Sensitive detection of variants in 52 genes with high relevance in multiple types of
cancer.

Genes carefully selected for their usefulness in the management and treatment of
oncological processes.

Allows simultaneous DNA and RNA results to be obtained.

Compatible with samples of as little as 10 ng of genetic material from paraffin-
embedded tumor tissue.

This panel detects:

Hotspot Genes (n=35) ;Ufég? Genes

AKT1 HRAS  RET ALK MYCN  ABL1 NTRK2

ALK IDH1 ROS1 AR PDGFRA AKT3 NTRK3
AR IDH2 SMO BRAF PIK3CA ALK PDGFRA
BRAF JAKT CCND1 AXL PPARG
CDK4 JAK2 CDK4 BRAF RAF1
CTNNB1 JAK3 CDK6 EGFR RET
DDR2 KIT EGFR ERBB2 ROS1
EGFR KRAS ERBB2 ERG

ERBB2  MAP2K1 FGFR1 ETV1

ERBB3  MAP2K2 FGFR2 ETv4

ERBB4  MET FGFR3 ETV5

ESR1 MTOR FGFR4 FGFR1

FGFR2 NRAS KIT FGFR2

FGFR3 PDGFRA KRAS FGFR3

GNA11  PIK3CA MET MET

GNAQ RAF1 MYC NTRK1
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@ 1.5 OncoProfile OVARY 46

This test analyzes:

Mutations in
HRR pathway

genes

Genomic
Instability
(Using GIM)

This panel covers 46 genes involved in the HRR pathway:

1. TISSUE BIOPSY

CDS Genes (n=46)

ABRAXAST POLDT

ATM POLE

ATR PPP2R2A
BAP1 PTEN
BARD1 RADS0
BLM RADST
BRCA1 RADS51EB
BRCAZ RADSTC
BRIPT RAD5TD
CoKi12 RADS4L
CHEK1 RANASEHZA
CHEK2 ANASEH2B

FANCA RNASEH2C
FANCC RPAT
FANCDZ2 SLX4
FANCE TP53
FANCF XROC2
FANCG XRCC3

CNV genes (n=45)

ABRAXAST POLDT

ATM

POLE
PPP2R2A
PTEN
RAD50
RADS51
RAD51B
RADSIC
RAD51D
RADS4L
ANASEHZA
ANASEH28
RPAT

SLX4

TP53
XRCC2
XRCC3

14



@ 1.6 OncoProfile COLORRECTAL 19

It includes 19 genes, including the MMR (mismatch repair pathway) genes MLH1,
MSH2, MSH6, PMS2, and other genes of recognized clinical utility in colorectal
cancer such as APC, MUTYH, KRAS, and NRAS.

This panel detects:

MLH1, MSH2, MSH6, PMS2, APC, AXIN2, CDH1, CHEK2, EPCAM,
Genes MSH3, MUTYH, POLD1, POLE, PTEN, SMAD4, TP53, KRAS, NRAS,
BRAF

Genetic testing of solid tumors.
Confirmation or exclusion of Lynch syndrome.
Cancer treatment management.

Test value Risk assessment for hereditary cancer syndromes associated
with these genes: Lynch syndrome, familial adenomatous
polyposis (FAP), and colorectal polyposis.

15
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@ 1.7 OncoProfile LUNG 12

AUsing paraffin-embedded tumor tissue samples (FFPE) and massive sequencing
techniques, our test is capable of evaluating 12 genes with proven clinical utility in
genetic material extracted from this type of sample.

This test provides results related to tumor heterogeneity and the detection of
treatment-resistant clones.

This panel detects:

ALK NRAS ALK
BRAF PIK3CA ROST
EGFR RET RET
ERBB2 ROST

KRAS TPS3

MAP2K1

MET

+ 12 genes

« Libreria unica a partir de ADN y ARN
+ 5B8amplicons

* >169hotspots e Indels

16
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@ 1.8 Test BRCA Extended

17

It analyzes 21genes that are fundamental in the genetic study of breast, ovarian, and
prostate cancer.

It provides information on pathogenic variants in the BRCA1and BRCA2 genes, along
with all the genes recommended by the SEOM (Spanish Society of Medical
Oncology), and other genes related to homologous DNA recombination with
described clinical utility.

This panel detects:

BRCA1, BRCA2, ATM, BARD1, BRIP1, CDH1, CDK12,
CHEK2, FANCD2, MRE11, MLH1, MSH2, NBN, NF1,
PALB2, PTEN, RAD50, RAD51C, RAD51D, TP53,
PMS2

Genes

Cancer management (possibility of treatment
with PARP inhibitors).
Risk assessment for hereditary breast,

Test Value ovarian, and prostate cancer.
It is mainly used for the genetic study of
breast and ovarian cancer, but it also has
informative value in prostate cancer.
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@ 1.9 Test BRCA

The percentage of prostate cancers in which mutations in the BRCA genes are found
reaches up to 40%.

In the general population, it is estimated that 1.3% of women will develop ovarian cancer
during their lifetime. Mutations in BRCA1 and BRCA2 are thought to cause around 15-
20% of ovarian cancers in general.

Mutations in BRCA1 and BRCA2 are thought to cause about 16% of hereditary
breast cancers, which in turn account for between 5% and 10% of all breast cancers in

women.

BRCA1 and BRCA2 are the genes most frequently involved and carry a considerable
lifetime risk of breast cancer (72% for BRCA1 and 69% for BRCA2, up to age 80).

This panel detects:

Large
Indels

Genes BRCA1y BRCA2

It is mainly used for the genetic study of breast, ovarian,
and prostate cancer, but it also provides valuable
information in pancreatic cancer.

Assessment of the risk of cancer associated with
mutations in the BRCA1 and BRCA2 genes.

Management of cancer treatment and decisions
regarding treatment with PARP inhibitors.

Test Value

1. TISSUE BIOPSY
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