@ 1.2 OncoProfile Advanced 500+46

OncoProfile Advanced 500+46 tiene la misma base que OncoProfile
Advanced 500+ con la adicion de 46 genes implicados en la via HRR, utiles
para evaluar HRD y seleccionar pacientes candidatos a inhibidores de PARP.

Este panel detecta:

Hotspot
SNV e
Indels

Genes de
fusion

TMB: Carga Mutacional Tumoral

MSI: Inestabilidad de Microsatélites

HRR: Reparacion de la Recombinacién Homoldgica

LOH: Inestabilidad Gendmica con Pérdida de Heterocigosidad
GIM: Métrica de la Inestabilidad Gendmica

HRD: Recombinacion Homadloga
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CDS Genes (n=46)

CNV genes (n=45)

 ABRAXAS1 POLD1

ATM POLE

ATR PPP2R2A
BAP1 PTEN
BARD1 RAD50
BLM RADS51
BRCA1 RAD518B
BRCA2 RAD51C
BRIP1 RAD51D
CDK12 RADS4L
CHEK1 RNASEH2A

CHEK?2 RNASEHZB
FANCA RNASEH2C
FANCC RPAT
FANCDZ2 SLX4
FANCE TP53
FANCF XRCC2
FANCG XRCC3
FANCI

FANCL

FANCM

MRE11

NBN

PALB2

PARP1

PARP2

PARP3

ABRAXAST POLD1

ATM POLE
ATR PPP2R2A
BAP1 PTEN
BARD1 RADS50
BLM RADS51

BRCAT1 RAD51B
BRCAZ2 RAD51C
BRIP1 RAD51D
CDK12 RADS4L
CHEK1 RNASEH2A
CHEK2 RNASEHZB
FANCA RPA1
FANCC SLX4
FANCD2 TP53
FANCE XRCC2
FANCF XRCC3
FANCG

FANCI

FANCL

FANCM

MRET1

NBN

PALB2

PARP1

PARP2

PARP3
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Hotspol Genes (n=57)

AGVRI
ATPIAT
BCR
BMPE
BTk
CACMATD
co798
CSFIAR
CTNNET
cuLr
CYSLTR2
DGCRE
DAROSHA
Ez2F1
EPAST
FGFT
FOXL2
FOx01
GLIT
GNAT1
GNAQ
HIFTA
HISTIHZBD
HISTIHIE
HRAS
1BHT
LBST

IRF4
IRS4
KLF4
KNSTRN
MAP2K2
MEDT2
MYOD1
NSDz
NTEG2
NTRK2
NUPD3
PAXS

CNV Loss and CDS (n=208)

ABRAXAST
ACVRIB
ACVR2A
ADAMTST2
ADAMTS2
AMERT
APC

ARHGAFP35
ARIDIA
ARID1B
ARIDZ
ARID58
ASXLT
ASKLZ
ATM
ATR
ATRX
AXINT
AXINZ
B2M
BAPT
BARDT
BCOR
BLM
BMPR2
BRCA1
BRCAZ
BRIFY
CASPE
CcBrFB

CD274

Co27e

cocTa ENOT
COH1 EP300
COH1O EPCAM
CDKi12 EPHAZ
COKNIA  ERAPT
GOKNIB  ERAPZ
COKN2A  ERCC2
COKN2B  ERCCY
COKNZC  ERAFII
GHEK1 ETVs
GHEK? FANGA
ciec FANCC
CREBBP  FANCDZ
CSMO3 FANGE
CTCF FANGE
CTLA4 FANCG
cuLs FANC!
CUL4A FANGL
GUL4B FANGM
cyLo FAT1
CYPECS  FEXWT
DAXX FuBPT
DOXIX GATAZ
DICERT GNATS
DNMT3A ~ GPS2
DOCK3 HDAC2
DeYD HDACH
DSCt

CNV Gain

MCL1T

RFSEKBT

YAP{
YES1

HNF1A NEN
INPP4E NCORT
JAKT NFET
JAKZ NFZ
JAKZ NOTCH?T
KDMS5C NOTCH2
KOMEA NOTCHI
KEAPT NOTCH4
KMT2A PALB2
KMT2B PARPT
KMT2C PARPZ2
KMT2D PARP3
LARP4E PARPY
LATST PERM1
LATS2 POCDT
MAP2K4 POCDILG2
MAPZKT? POIA3
MAPIKT PGD
MAP3IKS PHFE
MAPKS PIKIRT
MENT PMST
MGA PMS2
MLHT POLDT
MLH3 POLE
MRETT POTT
MsH2 PPMID
MEHZ PPPZR2A
MSHE
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R E

EIFTAX

PREARTA
PTCHT

PTPRT

RADS51

RADS18
RADSTC
RADS1D

SLX4
SMAD2

MYCN

Copy Number Variation and Hotspot Genes
(n=107) .

RACT
RAF1

RHEB

CYP206 ADAMTE
ERCCSFAS  ANOJ
03 ARMCA
KLHLT3 BRINPI
MTUS2 C8
PSMB10 G8A
PSMBE ca8
PEMBS CANX
RNASEH2C CASR
RPL22 CD163
RPLS CNTNG
RUNXITT CNTNAPY
S0C51 COLTTAT
STATY DCAF4L2
TMEM 1320 Depct
UGT1A7 GALNTI7
£ZBTB20 GPR1SE
GRID2
HCNT
HLA-C
KCND2
KCNH7
KEL
KIRADLY
KRTAPZ-1
KRTAPE-2
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Gene Fusions (n=51)

(Inter- and Intra-genic)

BHEL

MYBL1

NLACS

NRENT
NYAPZ2
OR10GS

OR2L13
OR2L2
OR2LE
OR2M3
OR2T3

OR2T4
OR2W3
OR4ATS
OR4CTS
OR4CE
OR4M1T
ORaM2
ORS0D18
ORSFT
ORSLY
ORsL2

ORBIZ
ORaUT

NOTGHT

ORCH
PAKS
PCDHIT
PDETA
POEIC

PLXDC2
POMI21LT2
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